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Others
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Objectif de la base de données

Obijectif principal

Criteres d'inclusion

The primary objective of this study is to identify the
predictive factors for mortality at D28 of SARS-CoV-
2 infection in patients managed for COVID-19 at Lille
University Hospital, via the creation of an
epidemiological, clinical, biological, immunological,
genetic, microbiological, pathological, radiological
and therapeutic database, indicating the results of
functional tests.

NB: The analysis will exclude patients who are
"confirmed cases" with serious SARS-CoV-2
infection managed in a conventional medicine
department owing to the therapeutic limitations (TL)
which existed prior to SARS-CoV-2 infection, due to
incurable disease or underlying comorbidities.
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cases", "probable cases" or "confirmed cases" of
SARS-CoV-2 infection admitted to Lille University
Hospital.
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Détail du suivi For patients followed up in an outpatient setting:
data collection at DO, D9, D30, M3 and M6. - For
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D7, D9, D14, D30, M3 and M6
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specific T-cell response
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